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<210> 1 

<211> 1511 

<212> DNA 

<213> Homo sapiens 

<400> 1 



cagccaccat 


ggctgacggt 


cagatgccct 


tctcctgcca 


ctacccaagc 


cgcctgcgcc 


60 


gagacccctt 


ccgggactct 


cccctctcct 


ctcgcctgct 


ggatgatggc 


tttggcatgg 


120 


accccttccc 


agacgacttg 


acagcctctt 


ggcccgactg 


ggctctgcct 


cgtctctcct 


180 


ccgcctggcc 


aggcacccta 


aggtcgggca 


tggtgccccg 


gggccccact 


gccaccgcca 


240 


ggtttggggt 


gcctgccgag 


ggcaggaccc 


ccccaccctt 


ccctggggag 


ccctggaaag 


300 


tgtgtgtgaa 


tgtgcacagc 


ttcaagccag 


aggagttgat 


ggtgaagacc 


aaagatggat 


360 


acgtggaggt 


gtctggcaaa 


catgaagaga 


aacagcaaga 


aggtggcatt 


gtttctaaga 


420 


acttcacaaa 


gaaaatccag 


cttcctgcag 


aggtggatcc 


tgtgacagta 


tttgcctcac 


480 


tttccccaga 


gggtctgctg 


atcatcgaag 


ctccccaggt 


ccctccttac 


tcaacatttg 


540 


gagagagcag 


tttcaacaac 


gagcttcccc 


aggacagcca 


ggaagtcacc 


tgtacctgag 


600 


atgccagtac 


tggcccatcc 


ttgttttgtc 


cccaacccta 


gggcttctct 


gattccagga 


660 


tacattactt 


tagctgaact 


cagatttagt 


gcaagtaaaa 


tgttagaggg 


tgcgggggtg 


720 


aggactgacc 


acagattccc 


tggatagtgt 


agtggtagat 


ttctccacag 


gatagcgcaa 


780 


ttggcaaatc 


atgcttggtt 


gtgttaggcc 


aaaatactag 


ttttgctttc 


tttacctttt 


840 


ctatcttgat 


gaaaatgttg 


cacattctat 


agttgcaaaa 


cacataaaag 


gggacttaac 


900 


atttcacgtt 


gtatcttact 


tgcagtgaat 


gcaagggtta 


cttttctctg 


gggacctccc 


960 


ccatcaccca 


ggttcctact 


ctgggctccc 


gattcccatg 


gctcccaaac 


catgccgcat 


1020 



1 



ggtttggtta 


atgaaaccca 


atagctaacc 


ccactgtgct 


tccacatgcc 


tggcctaaaa 


1080 


tgggtgatat 


acaggtctta 


tatccccata 


tggaatttat 


ccatcaacca 


cataaaaaca 


1140 


aacagtgcct 


tctgccctct 


gcccagatgt 


gtccagcacg 


ttctcaaagt 


ttccacatta 


1200 


gcactcccta 


aggacgctgg 


gagcctgtca 


gtttatgatc 


tgacctaggt 


cccccctttc 


1260 


ttctgtcccc 


tgtgtttaag 


tcgggatttt 


tacagaggga 


gctgtctcca 


gacagctcca 


1320 


tcaggaacca 


agcaaaggcc 


agatagcctg 


acagataggc 


tagtggtatt 


gtgtatatgg 


1380 


gcgggacgtg 


tgtgtcatta 


ttatttgagt 


tatgctgttg 


tttaggggta 


aataacagta 


1440 


aataattaat 


aataataata 


ataataataa 


taaaggagct 


gacgttctta 


aaaaaaaaaa 


1500 


aaaaaaaaaa 


a 










1511 



<210> 2 

<211> 196 

<212> PRT 

.<213> Homo sapiens 

<400> 2 

Met Ala Asp Gly Gin Met Pro Phe Ser Cys His Tyr Pro Ser Arg Leu 
15 10 15 



Arg Arg Asp Pro Phe Arg Asp Ser Pro Leu Ser Ser Arg Leu Leu Asp 

20 25 30 



Asp Gly Phe Gly Met Asp Pro Phe Pro Asp Asp Leu Thr Ala Ser Trp 
35 40 45 



Pro Asp Trp Ala Leu Pro Arg Leu Ser Ser Ala Trp Pro Gly Thr Leu 
50 55 60 



Arg Ser Gly Met Val Pro Arg Gly Pro Thr Ala Thr Ala Arg Phe Gly 
65 70 75 80 



Val Pro Ala Glu Gly Arg Thr Pro Pro Pro Phe Pro Gly Glu Pro Trp 

85 90 95 



Lys Val Cys Val Asn Val His Ser Phe Lys Pro Glu Glu Leu Met Val 

100 105 110 



Lys Thr Lys Asp Gly Tyr Val Glu Val Ser Gly Lys His Glu Glu Lys 
115 120 125 

2 



*i It 



Gin Gin Glu Gly Gly lie Val Ser Lys Asn Phe Thr Lys Lys lie Gin 
130 135 140 



Leu Pro Ala Glu Val Asp Pro Val Thr Val Phe Ala Ser Leu Ser Pro 
145 150 155 160 



Glu Gly Leu Leu lie lie Glu Ala Pro Gin Val Pro Pro Tyr Ser Thr 

165 170 175 



Phe Gly Glu Ser Ser Phe Asn Asn Glu Leu Pro Gin Asp Ser Gin Glu 

180 185 190 



Val Thr Cys Thr 
195 



<210> 3 
<211> 76 
<212> PRT 

<213> Triticum aestivum 
<400> 3 

Pro Ala He Ser Gly Gly Gly Ser Glu Thr Ala Ala Phe Ala Asn Ala 
15 10 15 



Arg Met Asp Trp Lys Glu Thr Pro Glu Ala His Val Phe Lys Ala Asp 

20 25 30 



Leu Pro Gly Val Lys Lys Glu Glu Val Lys Val Glu Val Glu Asp Gly 
35 40 45 



Asn Val Leu Val Val Ser Arg Thr Lys Glu Lys Glu Asp Lys Asn Asp 

50 55 60 



Arg Ser Ser Gly Lys Phe Val Arg Arg Phe Arg Leu 

75 



65 


70 


<210> 


4 


<211> 


76 


<212> 


PRT 


<213> 


Drosophila melanogaster 


<400> 


4 



Gly Tyr Leu Arg Pro Trp His Thr Asn Ser Leu Gin Lys Gin Glu Ser 

3 



10 15 



Gly Ser Thr Leu Asn lie Asp Ser Glu Lys Phe Glu Val lie Leu Asp 

20 25 30 



Val Gin Gin Phe Ser Pro Ser Glu lie Thr Val Lys Val Ala Asp Lys 
35 40 45 



Phe Val He Val Glu Gly Lys His Glu Glu Lys Gin Asp Glu His Gly 
50 55 60 



Tyr Val Ser Arg Gin Phe Ser Arg Arg Tyr Gin Leu 
65 70 75 



<210> 5 

<211> 76 

<212> PRT 

<213> Homo sapiens 

<4Q0> 5 

Ser Pro Tyr Tyr Arg Gin Ser Leu Phe Arg Thr Val Leu Asp Ser Gly 
15 10 15 



He Ser 


Glu 


Val Lys 


His 




35 


Phe Val 


Glu 


50 




Tyr He 


Ser 


65 




<210> 


6 


<211> 


76 


<212> 


PRT 


<213> 


Homo 


<400> 


6 



20 25 30 



40 45 



55 60 



70 75 



Leu Arg Pro Pro Ser Phe Leu Arg Ala Pro Ser Trp Phe Asp Thr Gly 
15 10 15 



4 



I 



1 



Leu Ser Glu Met Arg Leu Glu Lys Asp Arg Phe Ser Val Asn Leu Asp 

20 25 30 



Val Lys His Phe Ser Pro Glu Glu Leu Lys Val Lys Val Leu Gly Asp 
35 40 45 



Val He Glu Val His Gly Lys His Glu Glu Arg Gin Asp Glu His Gly 
50 55 60 



Phe He Ser Arg Glu Phe His Arg Lys Tyr Arg He 
65 70 75 



<210> 7 

<211> 76 

<212> PRT 

<213> Homo sapiens 

<400> 7 

Pro Arg Gly Pro Thr Ala Thr Ala Arg Phe Gly Val Pro Ala Glu Gly 
15 10 15 



Arg Thr Pro Pro Pro Phe Pro Gly Glu Pro Trp Lys Val Cys Val Asn 

20 25 30 



Val His Ser Phe Lys Pro Glu Glu Leu Met Val Lys Thr Lys Asp Gly 
35 40 45 



Tyr Val Glu Val Ser Gly Lys His Glu Glu Lys Gin Gin Glu Gly Gly 
50 55 60 



He Val Ser Lys Asn Phe Thr Lys Lys He Gin Leu 
65 70 75 



<210> 8 

<211> 76 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Ala Ala Pro Ala Tyr Ser Arg Ala Leu Ser Arg Gin Leu Ser Ser Gly 
15 10 15 



Val Ser Glu He Arg His Thr Ala Asp Arg Trp Arg Val Ser Leu Asp 

20 25 30 



5 



I 



I 



Val Asn His Phe Ala Pro Asp Glu Leu Thr Val Lys Thr Lys Asp Gly 
35 40 45 



Val Val Glu He Thr Gly Lys His Glu Glu Arg Gin Asp Glu His Gly 
50 55 60 



Tyr He Ser Arg Cys Phe Thr Arg Lys Tyr Thr Leu 

75 



65 


70 


<210> 


9 


<211> 


76 


<212> 


PRT 


<213> 


Mycobacterium leprae 


<400> 


9 



Arg Phe Ala Glu Gin Val Leu Gly Thr Ser Ala Arg Pro Ala Val Met 
15 10 15 



Pro Met Asp Ala Trp Arg Glu Gly Glu Glu Phe Val Val Glu Phe Asp 

20 25 30 



Leu Pro Gly He Lys Ala Asp Ser Leu Asp He Asp He Glu Arg Asn 
35 40 45 



Val Val Thr Val Arg Ala Arg Pro Gly Val Asp Pro Asp Arg Glu Met 
50 • 55 60 



Arg Pro Arg Gly Val Phe Asn Arg Gin Leu Val Leu 
65 70 75 



<210> 10 

<211> 76 

<212> PRT 

<213> Mus musculus 

<400> 10 

Pro Arg Gly Pro Pro Ala Thr Ala Arg Phe Gly Val Pro Ala Glu Gly 
15 10 15 



Arg Ser Pro Pro Pro Phe Pro Gly Glu Pro Trp Lys Val Cys Val Asn 

20 25 30 



Val His Ser Phe Lys Pro Glu Glu Leu Met Val Lys Thr Lys Asp Gly 
35 40 45 

6 



I 



I 



Tyr Val Glu Val Ser Gly Lys His Glu Glu Lys Gin Gin Glu Gly Gly 
50 55 60 



lie Val 


Ser Lys Asn Phe Thr 


65 


70 


<210> 


11 


<211> 


76 


<212> 


PRT 


<213> 


Rattus norvegicus 


<400> 


11 


Pro Arg 


Gly Pro Thr Ala Thr 


1 


5 



75 



10 15 



Arg Asn Pro Pro Pro Phe Pro Gly Glu Pro Trp Lys Val Cys Val Asn 

20 25 30 



Val His Ser Phe Lys Pro Glu Glu Leu Met Val Lys Thr Lys Asp Gly 
35 40 45 



Tyr Val Glu Val Ser Gly Lys His Glu Glu Lys Gin Gin Glu Gly Gly 
50 55 60 



lie Val Ser Lys Asn Phe Thr Lys Lys lie Gin Leu 
65 70 75 



<210> 12 
<211> 76 

<212> PRT 

<213> Caenorhabditis elegans 
<400> 12 

Leu Tyr Pro Arg Trp Ala Glu Pro lie Phe Lys Glu Gly lie Asp Val 
15 10 15 



Asn Ser Asn Val Val Asn Asp Asp Arg Arg Phe Ala Val Asp Met Asp 

20 25 30 



Cys Tyr Gin Phe Arg Pro Glu Glu He Gin Val Lys Thr Leu Asp Asp 
35 40 45 



Thr Leu Met He Glu Gly Arg His Glu Asp He Arg Asp Lys Asp Asn 

7 



I 



t 



50 55 60 



Phe Thr Lys Met Tyr Phe Val Arg Lys Tyr Gin Leu 
65 70 75 



<210> 13 

<211> 19 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Fig. 3: control person 



<400> 13 

ccaccgccag gtttggggt 19 



<210> 14 

<211> 19 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 
<223> fig. 3: AJ-135 



<400> 14 

ccaccgccak gtttggggt 19 



<210> 15 

<211> 21 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Fig. 3: second control person 



<400> 15 

acttcacaaa gaaaatccag t 21 



<210> 16 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> fig. 3: CMT-355 and AJ-12 

8 



<220> 

<221> misc_f eature 

<222> (9).. (9) 

<223> N can be any nucleotide 



<400> 16 

acttcacana gaaaatccag t 



<210> 17 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> fig. 3: CMT-M and CMT-196 



<220> 

<221> misc__f eature 

<222> (11).. (11) 

<223> N can be any nucleotide 



<400> 17 

acttcacaaa naaaatccag t 



<210> 18 

<211> 20 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Mouse Hsp22 cDNA primer musHll 



<400> 18 

acctttgggt aggtggctct 



<210> 19 

<211> 18 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Mouse Hsp22 cDNA primer musHll 



<400> 19 

gggatgggag cgaagaag 



<210> 20 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer PRKABlexl 

<400> 20 

ggttgggaaa gtgtcggttt 

<210> 21 

<211> 20 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> reverse primer PRKABlexl 

<400> 21 

ggagggttcc tctcctcaac 

<210> 22 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer PRKABlex2 

<400> 22 

tccgatccta accatgaacc 

<210> 23 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer PRKABlex2 



<400> 


23 


ttttccacta ggcatccatt tt 


<210> 


24 


<211> 


20 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


forward primer PRKABlex3 


<400> 


24 



tctgtagctg gtttggcaag 



<210> 25 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer PRKABlex3-4 

<400> 25 

agactgtaca gcccccacct 

<210> 26 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer PRKABlexS 

<400> 26 

cttggaacca gtgcatcctt 



<210> 27 

<211> 20 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> reverse primer PRKABlexS 

<400> 27 

tttgcaagag gtggacacag 

<210> 28 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer PRKABlex6-7 

<400> 28 

ggggagaatc ttggtttcca 

<210> 29 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 



* 



I 



<223> reverse primer PRKABlex6-7 



<400> 29 

accagggcag gtatgaaatg 



20 



<210> 30 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer SIRT4exl 

<400> 30 

tggtgatcaa gacagccaag 20 



<210> 31 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer SIRT4exl 



<210> 32 

<211> 20 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> forward primer SIRT4ex2 

<400> 32 

cgtctctgac agctttgtgc 20 

<210> 33 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer SIRT4ex2 



<400> 31 

ctgggcaaca gagggagact 



20 



<400> 33 

ctgcacggag aaaagacaca 



20 



<210> 34 
<211> 20 
<212> DNA 



12 



r 



<213> Artificial Sequence 
<220> 

<223> forward primer SIRT4ex3 

<400> 34 

ttgggagtcc tggagagaca 

<210> 35 

<211> 20 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> reverse primer SIRT4ex3 

<400> 35 

agtatgaccc ctgtgcaaga 

<210> 36 

<211> 40 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer CITexl 

<400> 36 

gttggaaccc ttgggagaac gtgtcacgtg ggttcagaaa 

<210> 37 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer CITexl 

<400> 37 

gtgtcacgtg ggttcagaaa 

<210> 38 

<211> 40 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> forward primer CITex2 

<400> 38 

tttagcacca ggaggcttgt cccgaccaaa gtaatctcca 



13 



<210> 39 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer CITex2 

<400> 39 

cccgaccaaa gtaatctcca 

<210> 40 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer CITex3 

<400> 40 

aaccatggga catttttgga 

<210> 41 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer CITex3 

<400> 41 

agagacggac cagccttctt 

<210> 42 

<211> 40 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer CITex4 

<400> 42 

gacactgtgg gaggaggaga tctttctccg tgaaggttcg 



<210> 43 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer CITex4 

<400> 43 

14 



tctttctccg tgaaggttcg 



<210> 44 

<211> 40 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer CITexS 

<400> 44 

cgaagtgctg ggattacagg ggtgccatgc ctgaaattag 

<210> 45 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer CITexS 

<400> 45 

ggtgccatgc ctgaaattag 

<210> 46 

<211> 44 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> forward primer CITex6 

<400> 46 

gtccactgag ccatgaatga tgactcagta ctgtttgtgt tgga 

<210> 47 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer CITex6 

<400> 47 

tgactcagta ctgtttgtgt tgga 



<210> 48 

<211> 40 

<212> DNA 

<213> Artificial Sequence 
<220> 



15 



<223> forward primer CITex7 
<400> 48 

acatcaactt ggcaatgcac gcttttgtgg tttgctcctc 



<210> 49 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer CITex7 

<400> 49 

gcttttgtgg tttgctcctc 



<210> 50 

<211> 40 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer CITex8 

<400> 50 

cttgagctcc caacttcagg ctgtgcattg ccaagttgat 



<210> 51 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer CITexB 

<400> 51 

ctgtgcattg ccaagttgat 

<210> 52 

<211> 40 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> forward primer CITex9 

<400> 52 

cagcttcaac aggggaaaaa ttccctttct gtgggttgtc 



<210> 53 
<211> 20 
<212> DNA 



16 



<213> Artificial Sequence 
<220> 

<223> reverse primer CITex9 

<400> 53 

ttccctttct gtgggttgtc 

<210> 54 

<211> 40 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> forward primer CITexlO-11 

<400> 54 

actggggaga cctgggttag agaggaaggg aagggtccag 

<210> 55 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer CITexlO-11 

<400> 55 

agaggaaggg aagggtccag 

<210> 56 

<211> 40 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer CITexl2-13 

<400> 56 

agcctgaggg gaatcaaaat tccccttgtt cttgttcctg 

<210> 57 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer CITexl2-13 



<400> 57 

tccccttgtt cttgttcctg 



<210> 58 

<211> 40 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer CITexl4-15 

<400> 58 

catgaaacgt ggcttcaaca ggtttctctg gatggtttgg 

<210> 59 

<211> 20 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> reverse primer CITexl4-15 

<400> 59 

ggtttctctg gatggtttgg 



<210> 60 

<211> 40 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer CITexl6 

<400> 60 

acgagctctg tgggaagaga tctgtgtggc ctcttgtgac 

<210> 61 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer CITexl6 

<400> 61 

tctgtgtggc ctcttgtgac 



<210> 62 

<211> 40 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer CITexl7 



<400> 62 

18 



II 



cagtgcactt tccacactgg ttcctagttt tgccccacag 



40 



<210> 63 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer CITexl7 

<400> 63 

ttcctagttt tgccccacag 20 



<210> 64 

<211> 40 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer CITexl8-19 



<210> 65 

<211> 20 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> reverse primer CITexl8-19 

<400> 65 

agaacagctg tggaccttgg 

<210> 66 

<211> 40 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer CITex20 

<400> 66 

cggatgcaat tcttttccag tgctcctcat tcttccatca 



<210> 67 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



<400> 
tccatgt 



64 

acc ctcctccaac agaacagctg tggaccttgg 



40 



<220> 



19 



<223> reverse primer CITex20 



<400> 67 

tgctcctcat tcttccatca 



20 



<210> 68 

<211> 22 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> forward primer CITex21-22 

<400> 68 

tttgattttc cctcttttca cc , 22 



<210> 69 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer CITex21-22 

<400> 69 

tttgattttc cctcttttca cc 22 



<210> 70 

<211> 38 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer CITex23 



<210> 71 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer CITex23 

<400> 71 

gtcaaggagg gggttgct 

<210> 72 

<211> 21 

<212> DNA 



<400> 
tcagttc 



70 



ccc aagtcactcc gtcaaggagg gggttgct 



38 



20 



i 



<213> 



Artificial Sequence 



<220> 
<223> 



forward primer CITex24 



<400> 72 

tgatgatgtg gtcgagctaa a 



21 



<210> 73 

<211> 20 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> reverse primer CITex24 

<400> 73 

gtgagcacag caacttctgg 20 



<210> 74 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer HSP22exl 



<210> 75 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer HSP22exl 

<400> 75 

gagaggccgg ctgaactt 

<210> 76 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer HSP22ex2 

<400> 76 

agggagagac cccagatcat 



<400> 74 

cagggctgag ggctacatc 



19 



21 



<210> 


77 


<211> 


20 




r^KI TV 

DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


reverse primer HSP22ex2 


<400> 


77 


tcatagccag ccttggaagt 


<210> 


78 


<211> 


40 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


forward primer HSP22ex3 


<400> 


78 



ccaacattgt atgtccccaa acccgcaccc tctaacattt 



<210> 79 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer HSP22ex3 

<400> 79 

cccgcaccct ctaacattt 



22 



